ABSTRACT Mycobacterium bovis is the causative agent of bovine tuberculosis, an infectious disease that affects both animals and humans and thus presents a risk to public health and the livestock industry. Here, we report the genome sequences of five Mycobacterium bovis strains that represent major genotype clusters observed in farmed animals and wildlife in Canada.
Accession number(s).
These whole-genome shotgun projects have been deposited at DDBJ/ENA/GenBank under the accession numbers listed in Table 1 . The versions described in this paper are the first versions. 
